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INTRODUCTION ™ /OBJ ECTIVE N
v’ Breastfeeding is the gold standard for infant nutrition. To assess the effect of

_conventional pasteurization on
“the composition and functionality

v"We hypothesize that conventional pasteurization compromises DHM composition, and of human milk (HM)

lewise Its biological functionality. / \ /

v Preterm infants whose mothers are unable to provide sufficient own mother’s milk, receive

pasteurized donor human milk (DHM).
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