Human milk oligosaccharide (HMO) screening in term and preterm human milk (HM) samples
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QUANTITATIVE ANALYSIS RESULTS QUALITATIVE ANALYSIS
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CONCLUSIONS
| . i -1 d v We developed a method suitable for the qualitative and quantitative analysis of over 100 HMOs which will be
As an example, concentrations in MOM (n=10) an applied in ongoing clinical studies focused on the impact of nutrition on preterm health.

donor human milk (DHM) (n=6) of A) 6SL and B)

v" DHM is less rich in HMOs than MOM, possibly because differences due to the stage of lactation; some HMOs
DSLNT are shown. P Y g

are more abundant in milk from mothers of term than preterm infants
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